INTERPRETATION TABLE

HLA-A*30 SSP subtyping

Amplification patterns of the A*3001 to 3024 alleles

well®
1 2| 3 4|56 7] 8|9 10 11 12
Length of spec. 165 | 205 | 205 | 155 | 150 | 80 | 200 | 85 | 180 | 150 | 215 | 145
PCR product 245 | 185
Length of int. 800 | 800 | 800 | 1070|1070 1070 1070 800 | 1070 1070 800 | 1070
pos. control®
5'-primer(s)? 414|363 | 363 | 123 | 123|123 | 78 367 | 98 | 127 | 98 | 418
S.gAA? | SLATAY | %ATAY | SAgT® | ®-AgT® | S-AgT® | ®-TCcT® | S-19C® | ®-cTC® | S-ggg® | ®-cTC® | S-AgC®
414
% gAA®
3'_primer(s)? 538 | 526 | 526 | 238 | 325 | 163 | 238 | 411 | 238 | 238 | 270 | 524
®.cAA® | S.cca® | S-ceg® | f-cec® | S-gTg® | S-cgc? | f-ccT® | SiteA® | -ccT® | S.ccT? | S-AcA® | P-cAc?
524 | 265
S.caT® | ®.ccc?
Well No. 1 | 2] 3] 4|56 7] 8] 9 10]11]12
HLA-A allele’
*300101-300102 1 | 2 9 11
*300201-300204 1 3 9 11
*3003 1 3 | 4 | | | | 11 |
*3004 5 9 11
*3006 | | 5 | 6 | | 9 | 11 |
*3007 1 3 6 9
*3008 12 | o w -
*3009 1 9 11 12
*3010 1| 3 | | | 8 | 9 | 11 |
*301101-301102 1 2 4 11
*3012 1| 3 | | | | 9 | 10 | 11 |
*3013 1 3 9 11
*3014L 1] 2 | | | | 9 | 11 |
*3015 1 2 9 11
*3016 1| 2 | | | | 9 | 11 |
*3017 5 9 11
*3018 1] 2 | | | | 9 | 10 | 11 |
*3019 1 2 5 9 11
*3020 1| 2 | | | | 9 | 11 |
*3022 1 3
*3023 1 | 2 9 11
*3024 1 2 9 11
Well No. 1 | 2] 3 45 ] 6| 7] 8] 910 11]12
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INTERPRETATION TABLE

HLA-A*30 SSP subtyping

Amplification patterns of the A*3001 to 3024 alleles

Well®

13 | 14 | 15 | 16 | 17 | 18 | 19 | 20 | 21
155 | 210 | 240 | 265 | 225 | 210 | 160 | 210 | 185 Length of spec.
PCR product
1070/ 1070| 800 ] 1070 1070| 800 | 1070 800 | 1070 Length of int.
pos. control*
123 | 123 | 363 | 363 | 98 | 123 ] 123 | 363 | 634 5'-primer(s)?

.AgT® | S-AgT® | S-ATA® | %-ATAY | S-cTC® | S-AgT® | S-AgT® | -ATA® | ®-cAg®
238 | 292 | 563 | 586 | 282 | 294 | 240 | 530 | 777 3'-primer(s)?

*.ccT® | %.g7g® | ®-cgg® | ®-cAC® | ®-gAC® | ¥-cgT® | S-ggA® | S.ccT® | ®-gCcA?
13 14| 15 16| 17| 18] 19] 20| 21 Well No.
HLA-A allele’
13 17 *300101-300102
13 *300201-300204
. . *3003
13 *3004
13 [ [ *3006
13 *3007
13 | . *3008
13 *3009
13 [ [ *3010
17 *301101-301102
. . *3012
13 14 *3013
13 | | 15 | 17 | | | *3014L
13 16 | 17 *3015
13 | 14 | | 17 | | | *3016
13 17 *3017
[ [ [ *3018
13 17 *3019
13 | | | 17 | 18 | | *3020
19 *3022
13 | | | 17 | | | 20 *3023
13 17 21 *3024
13 14 15 16| 17 ] 18] 19| 20| 21 Well No.
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